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Abstract; Paenibacillus polymyxa is a plant rhizosphere growth promoting bacterium that can produce endophytic spores

and has biological control functions. It is widely found in nature. Paenibacillus polymyxa can produce metabolically

active substances, such as peptides, polysaccharides and proteins. It’ s a treasure trove of natural antimicrobials. With

the development of biotechnology, Paenibacillus polymyxa has shown a wide range of applications in agriculture, industry

and medicine. The study reviews the research on metabolic active substances, gene research and its application in

agriculture and industry of Paenibacillus polymyxa. The future research prospects are prospected, in order to provide

reference for further excavation of Paenibacillus polymyxa as biocontrol agents.
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Tab.1 Molecular weight of several antibacterial proteins of Paenibacillus polymyxa and theinhibit pathogen species
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